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phytoalexins and, 291-92 
Informatics 
PCR genome analysis of 
bacteria and, 81 
Infringement 
patent 
intellectual property 
protection and, 42-43 
Initial cultivar 
intellectual property 
protection and, 36 
Injury minimization culture 
practices 
crown gall of grape and, 53 
Insect resistance genes 
intellectual property 
protection and, 48 
Insertion elements 
crown gall of grape and, 
62, 71 
Integrated pest management 
(IPM) 
history of research, 7, 13 
Intellectual property 
protection 
freedom to operate cnd, 
29-50 


International plant breeder 
rights 
intellectual property 
protection and, 29, 35-36 
International Tree Disease 
Register 
forest pathology and, 19 
International Union for the 
Protection of New 
Varieties of Plants 
(UPOV) 
intellectual property 
protection and, 35 
Inventions 
ownership of intellectual 
property rights in, 41 
ipt oncogene 
crown gall of grape and, 
59-60, 63, 99 
Iron 
withholding and 
exchanging 
interactions between 
Erwinia spp. and plant 
hosts, 307-26 
Isoleucine 
tomato-Cladosporium 
fulvum interaction and, 
342 
Israel 
begomoviruses and, 374, 
376, 384, 390-91 
host-beneficial microbe 
interactions and, 475 
Italy 
crown gall of grape and, 
68 
Septoria and Stagonospora 
spp. on small-grain 
cereals and, 274 
Iterons 
begomoviruses and, 374 
ITS-PCR 
genomic analysis of 
bacteria and, 81, 104 
PCR genome analysis of 
bacteria and, 102-3 





510 SUBJECT INDEX 


Ivory Coast 
begomoviruses and, 371 


J 
Jaccard’s coefficient 
PCR genome analysis of 
bacteria and, 90 
Japan 
Caenorhabditis elegans 
genome and, 250 
evolution of asexual fungi 
and, 226 
Johnsongrass 
evolution of asexual fungi 
and, 212 
Jointvetch 
evolution of asexual fungi 
and, 216 
Jump spread 
history of research, 9 


K 
Kalanchoe tubiflora 
crown gall of grape and, 60 
Kansas 
nematode community 
structure and, 132 
Kenya 
begomoviruses and, 371, 
389 
Kiwifruit 
climate change and plant 
disease management, 407 


L 


Laboratory research 
intellectual property 


protection and, 29, 42-43 


Labronema spp. 
nematode community 
structure and, 133 
Lag effects 
nematode community 
structure and, 135 
Land management 
nematode community 
structure and, 139-43 


Land races 
host-beneficial microbe 
interactions and, 480 
Laos 
climate change and plant 
disease management, 412 
Latin America 
climate change and plant 
disease management, 412 
evolution of asexual fungi 
and, 213-14 
Leaf blotch 
Septoria and Stagonospora 
spp. on small-grain 
cereals and, 270, 274, 
276, 278 
Leaf curl 
begomoviruses and, 370, 
373-74, 376, 379-82, 
384-87, 390-91 
climate change and plant 
disease management, 408 
Leaf spot 
Septoria and Stagonospora 
spp. on small-grain 
cereals and, 267-79 
“Leaky” expression patterns 
tomato-Cladosporium 
fulvum interaction and, 
360 
Leaves 
iron in plant host-Erwinia 
interactions and, 321-22, 
324-25 
Septoria and Stagonospora 
spp. on small-grain 
cereals and, 277 
Lepiota spp. 
evolution of asexual fungi 
and, 236 
Leptonchus spp. 
nematode community 
structure and, 133 
Leptosphaeria spp. 
Septoria and Stagonospora 
spp. on small-grain 
cereals and, 267-68, 


270-71, 273, 276 
Leucine 
polyketides in 
Pseudomonas spp. and, 
181 
tomato-Cladosporium 
fulvum interaction and, 
341, 346-47, 354 
Licensing of discoveries 
intellectual property 
protection and, 29 
Lichens 
nematode community 
structure and, 144 
Ligase chain reaction (LCR) 
PCR genome analysis of 
bacteria and, 103 
Likelihood ratio test 
evolution of asexual fungi 
and, 201 
Linkage analysis 
Caenorhabditis elegans 
genome and, 258-60 
evolution of asexual fungi 
and, 201 
Linum marginale 
evolution of asexual fungi 
and, 215 
Lipopolysaccharide (LPS) 
crown gall of grape and, 55 
Listeria monocytogenes 
iron in plant host-Erwinia 
interactions and, 312, 326 
Litigation 
intellectual property 
protection and, 42 
Little barley 
Septoria and Stagonospora 
spp. on small-grain 
cereals and, 275 
Little-leaf disease 
forest pathology and, 23 
Localization studies 
phytoalexins and, 293-94 
Loculoascomycetes 
Septoria and Stagonospora 
spp. on small-grain 





cereals and, 267, 270 
Lolium spp. 

Septoria and Stagonospora 
spp. on small-grain 
cereals and, 272 

Longidorus spp. 
nematode community 
structure and, 132 
Loss-of-meiosis mutations 
evolution of asexual fungi 
and, 231 
Lotus corniculatus 
host-beneficial microbe 
interactions and, 484 
Low external input 
agriculture (LEIA) 

history of research, 13 

Low host range (LHR) strains 

crown gall of grape and, 54 

Lucerne 

nematode community 

structure and, 140 
Lycopersicon spp. 

crown gall of grape and, 
60, 66 

tomato-Cladosporium 
fulvum interaction and, 
335-60 

Lysine 

polyketides in 
Pseudomonas spp. and, 
182 

Lysopine 
crown gall of grape and, 62 


M 
Macrohyphae 
ectotrophic 
melanins of 
phytopathogenic fungi 
and, 447-63 
Macrolides 
polyketides in 
Pseudomonas spp. and, 
177 
Madagascar 
begomoviruses and, 371 


Magnaporthe grisea 
evolution of asexual fungi 
and, 208, 214 
melanins of 
phytopathogenic fungi 
and, 450-51, 462 
phytoalexins and, 296 
Maize 
begomoviruses and, 377 
evolution of asexual fungi 
and, 212 
intellectual property 
protection and, 44 
nematode community 
structure and, 129, 
135-36 
tomato-Cladosporium 
fulvum interaction and, 
352, 358 
See also Corn; Zea mays 
Malawi 
begomoviruses and, 384 
Maiva parviflora 
begomoviruses and, 380 
Maravalia cryptostegiae 
climate change and plant 
disease management, 405 
Mastrevirus genus 
begomoviruses and, 377, 
383 
Materials transfer agreements 
intellectual property 
protection and, 29, 47, 49 
Maturity index 
nematode community 
structure and, 143 
Mean free path 
history of research, 9 
Medicago sativa 
nematode community 
structure and, 142 
Mediterranean region 
begomoviruses and, 375 
climate change and plant 
disease management, 412 
Meiospores 


evolution of asexual fungi 
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and, 197, 199, 205-6, 
211, 217, 219: 236 
Melampsora spp. 
climate change and plant 
disease management, 404 
evolution of asexual fungi 
and, 210, 215 
phytoalexins and, 292 
Melanins 
phytopathogenic fungi and 
chemical properties of 
melanin polymers, 
448-50 
deposition of melanin, 
457-59 
DHN melanin 
biosynthesis, 450-52 
fungal development, 
459-60 
fungal ecology, 460-63 
future research, 463 
introduction, 447-63 
phytopathogenesis, 452-57 
Meloidogyne spp 
Caenorhabditis elegans 
genome and, 252, 255, 
261-62 
nematode community 
structure and, 132, 138 
Messenger RNA (mRNA) 
intellectual property 
protection and, 39 
melanins of 
phytopathogenic fungi 
and, 459 
RNA viral 3’-untranslated 
regions and, 151-68 
Metabolism 
crown gall of grape and, 67 
Methiopine 
crown gall of grape and, 62 
Mexico 
evolution of asexual fungi 
and, 214 
Michigan 
intellectual property 
protection and, 38 
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nematode community 
structure and, 129 
Microbotryum violaceum 
evolution of asexual fungi 
and, 209, 226 
Microorganisms 
See Bacteria; Phytobacteria 
Migration 
Caenorhabditis elegans 
genome and, 260 
of sexual progeny 
evolution of asexual fungi 
and, 215-16 
Millet 
evolution of asexual fungi 
and, 214 
Mimicry 
RNA viral 3’-untranslated 
regions and, 151-68 
Mimosa 
forest pathology and, 23 
Minnesota 
evolution of asexual fungi 
and, 212 
intellectual property 
protection and, 37 
Septoria and Stagonospora 
spp. on small-grain 
cereals and, 276 
Minus-strand RNA 
replication intermediate 
RNA viral 3’-untranslated 
regions and, 151-68 
Mississippi 
forest pathology and, 21 
Mitochondrial DNA 
(mtDNA) 
evolution of asexual fungi 
and, 222, 224, 229-30 
Mitospores 
evolution of asexual fungi 
and, 197, 205-26, 
230-31, 236 
moc gene 
PCR genome analysis of 
bacteria and, 108 
Molecular microbial ecology 


PCR genome analysis of 
bacteria and, 82 
Molecular resistance breeding 
tomato-Cladosporium 
Julvum interaction and, 
357-60 
Molecular signaling 
iron in plant host-Erwinia 
interactions and, 307-10 
Monic acid 
polyketides in 
Pseudomonas spp. and, 
183 
Monilinia fructicola 
melanins of 
phytopathogenic fungi 
and, 452, 460 
Monoacetylphloroglucinol 
(MAPG) 
polyketides in 
Pseudomonas spp. and, 
184-85 
Monocots 
Septoria and Stagonospora 
spp. on small-grain 
cereals and, 270-71 
Monocultures 
evolution of asexual fungi 
and, 223 
Monocyclic disease 
history of research, 9 
Monokaryons 
evolution of asexual fungi 
and, 221-22 
Mononchus spp. 
nematode community 
structure and, 133 
Monsanto Company 
intellectual property 
protection and, 39-41 
Morocco 


evolution of asexual fungi 
and, 230 
Morphology 
evolution of asexual fungi 
and, 197, 227 
Septoria and Stagonospora 


spp. on small-grain 
cereals and, 267-79 
6-MSAS genes 
polyketides in 
Pseudomonas spp. and, 
189-90 
Mugineic acid 
iron in plant host-Erwinia 
interactions and, 309 
Multigenic control 
host-beneficial microbe 
interactions and, 473-87 
Multiple hosts 
evolution of asexual fungi 
and, 211-12 
PCR genome analysis and, 
detection, 108-9 
Mupirocin 
polyketides in 
Pseudomonas spp. and, 
175, 183-84 
Mutational hypotheses 
evolution of asexual fungi 
and, 233-35 
Mycelium 
melanins of 
phytopathogenic fungi 
and, 447-63 
Mycoplasma spp. 
polyketides in 
Pseudomonas spp. and, 
183 
Mycosphaerella spp. 
evolution of asexual fungi 
and, 198, 208, 217 
Septoria and Stagonospora 
spp. on small-grain 
cereals and, 267,269, 272 


N 
National Institues of Health 
(NIH) 
intellectual property 
protection and, 47 
National parks 
forest pathology and, 19 
Naturally regenerated stands 





forest pathology and, 19 
“Nearest neighbors/nearest 
relatives” 
PCR genome analysis of 
bacteria and, 82, 106 
Nebraska 
nematode community 
structure and, 143 
necl gene 
PCR genome analysis of 
bacteria and, 99 
Necrosis 
crown gall of grape and, 
54, 67, 74 


Nectria hematococca 


phytoalexins and, 295, 297, 


299 
Negative regulation 
RNA viral 3’-untranslated 
regions and, 151-68 
Neisseria spp. 
iron in plant host-Erwinia 
interactions and, 312 
polyketides in i 
Pseudomonas spp. and, 
183 
Nematodes 
Caenorhabditis elegans 
genome and, 247-63 
climate change and plant 
disease management, 413 
community structure and 
coexistence of species, 129 
crop management, 139-43 
direct and indirect effect of 
plants on nematode 
communities, 134-38 
diversity, 128-29 
feeding types, 132-34 
food resource distribution, 
134 
increased leakage from 
nematode-infected roots, 
136-38 
introduction, 127-.28 
land management, 139-43 
long-term ecological field 


experiments, 134-36 
overview, 128-29, 144-45 
scale, 129-32 
soil condition, 143-44 
soil type, 138-43 

Netherlands 
tomato-Cladosporium 
fulvum interaction and, 

342 

Neurospora spp. 
evolution of asexual fungi 
and, 209, 222, 224, 226 
Neutral loci 
evolution of asexual fungi 
and, 202-3 
New plant cultivars 
intellectual property 
protection and, 33-41 
New York State 
crown gall of grape and, 

68,72 
forest pathology and, 20 
Septoria and Stagonospora 

spp. on small-grain 

cereals and, 276, 278 

New Zealand 
climate change and plant 

disease management, 407 
forest pathology and, 26 
nematode community 

structure and, 135, 137, 

139-42 

Nicotiana spp. 
begomoviruses and, 378, 
380, 390-91 


crown gall of grape and, 60 - 


phytoalexins and, 291 
tomato-Cladosporium 
fulvum interaction and, 
344-45, 351, 358 
nifD gene 
host-beneficial microbe 
interactions and, 484 
Nigeria 
begomoviruses and, 376 
Nitrogen fixation 
host-beneficial microbe 
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interactions and, 473-87 
nod genes 
host-beneficial microbe 
interactions and, 475-76, 
479 
noeD gene 
host-beneficial microbe 
interactions and, 475-76 
Nonchus spp. 
nematode community 
structure and, 130 
Nopaline 
crown gall of grape and, 
59, 61, 63-64 
North America 
climate change and plant 
disease management, 402 
evolution of asexual fungi 
and, 211, 213-15, 220-21 
forest pathology and, 25 
Septoria and Stagonospora 
spp. on small-grain 
cereals and, 273-74, 276 
North Carolina 
evolution of asexual fungi 
and, 223 
forest pathology and, 20, 
24-25 
nematode community 
structure and, 131-32, 
143 
nos gene 
crown gall of grape and, 63 
NTSYS-pc computer package 
PCR genome analysis of 
bacteria and, 90 
Nucleic acid variation 
evolution of asexual fungi 
and, 197-98, 201, 228 
Nurseries 
crown gall of grape and, 54 
forest pathology and, 19, 
25 
race, 6 
Nutrients 
climate change and plant 
disease management, 410 
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host-beneficial microbe 
interactions and, 473-87 

iron in plant host-Erwinia 
interactions and, 310-11 

nematode community 
structure and, 127-45 

Nygolaimus spp. 

nematode community 

structure and, 133 


O 
Oak 
climate change and plant 
disease management, 412 
forest pathology and, 24 
Oats 
climate change and plant 
disease management, 405 
crown gall of grape and, 68 
evolution of asexual fungi 
and, 211, 215 
phytoalexins and, 285 
Septoria and Stagonospora 
spp. on small-grain 
cereals and, 269-70, 
272-73, 275-76 
ocs gene 
crown gall of grape and, 
57, 63-64 
Octopine 
crown gall of grape and, 
56, 61-63 
Octopinic acid 
crown gall of grape and, 62 
Oidium lycopersicum 
tomato-Cladosporium 
fulvum interaction and, 
344, 359 
Oklahoma 
PCR genome analysis of 
bacteria and, 106 
Okra 
begomoviruses and, 371, 
376-77, 381-82, 385-88, 
392 
Old-growth forests 
forest pathology and, 19 





Oleoresin 
forest pathology and, 24 
Onchocerca volvulus 
Caenorhabditis elegans 
genome and, 252 
Oncogenes 
crown gall of grape and, 
60-61, 63-64 
PCR genome analysis of 
bacteria and, 99 
One-crop-one-disease issues 
history of research, 12 
One in One in Ten Thousand 
Problem 
PCR genome analysis of 
bacteria and, 112 
Onion 
phytoalexins and, 285 
Ophiosphaerella herpotricha 
Septoria and Stagonospora 
spp. on small-grain 
cereals and, 273 
Ophiostoma spp. 
evolution of asexual fungi 
and, 198, 205, 208, 211, 
218, 234 
melanins of 
phytopathogenic fungi 
and, 460 
Opines 
crown gall of grape and, 
53-54, 56, 58-59, 61-64, 
68 
Oregon 
evolution of asexual fungi 
and, 228 
Organic farming 
history of research, 13 
Organic matter 
biocontrol within context 
of soil microbial 
communities and, 427-40 
Ornamental horticulture 
intellectual property 
protection and, 33-34 
Ownership 
intellectual property 


protection and, 41 
Oxidative burst 
iron in plant host-Erwinia 
interactions and, 307, 
322-25 
tomato-Cladosporium 
fulvum interaction and, 
355-56 
Oxidative damage 
iron in plant host-Erwinia 
interactions and, 322—23 
Oxygen 
iron in plant host-Erwinia 
interactions and, 317, 
322-24 
Ozone 
forest pathology and, 25 


P 
Pacific Northwest 
climate change and plant 
disease management, 413 
evolution of asexual fungi 
and, 215 
pad mutants 
phytoalexins and, 295-96 
Pakistan 
begomoviruses and, 
370-71, 376, 381-82, 
384-90, 392-93 
Panmixis 
evolution of asexual fungi 
and, 211 
Pantoea spp. 
biocontrol within context 
of soil microbial 
communities and, 430, 
432, 438-40 
PCR genome analysis of 
bacteria and, 95-96, 103 
Parasexuality 
evolution of asexual fungi 
and, 228 
Parasites 
biocontrol within context 
of soil microbial 
communities and, 427-40 





Caenorhabditis elegans 
genome and, 247-63 
climate change and plant 
disease management, 413 
iron in plant host-Erwinia 
interactions and, 307-26 
phytoalexins and, 292-93 
polyketides in 
Pseudomonas spp. and, 
175-90 
Parks 
forest pathology and, 19 
Parsimony tree length 
permutation test 
(PTLPT) 
evolution of asexual fungi 
and, 200-1, 229 
Partial resistance 
history of research, 7 
Partition homogeneity test 
evolution of asexual fungi 
and, 201 
“Pass-through” rights 


intellectual property 
protection and, 47 
Patent Cooperation Treaty 
intellectual property 
protection and, 45 
Patents 


intellectual property 


protection and, 29, 32-35, 


42-46 
Pathogenicity 

biocontrol within context 
of soil microbial 
communities and, 427-40 

climate change and plant 
disease management, 
399-419 

crown gall of grape and, 
53-74 

evolution of asexual fungi 
and, 197-238 

iron in plant host-Erwinia 
interactions and, 307-26 

melanins of 
phytopathogenic fungi 


and, 447-63 
PCR genome analysis of 
bacteria and, 81-114 
phytoalexins and, 285-300 
polyketides in 
Pseudomonas spp. and, 
184 
Septoria and Stagonospora 
spp. on small-grain 
cereals and, 267—79 
tomato-Cladosporium 
fulvum interaction and, 
335-60 
Pathway-specific regulators 
polyketides in 
Pseudomonas spp. and, 
188-89 
pCOR1 plasmid 
PCR genome analysis of 
bacteria and, 100 
pda gene 


phytoalexins and, 295, 297, 


299 
Pea 
host-beneficial microbe 
interactions and, 475-76, 
479 
Peach 
climate change and plant 
disease management, 408 
Peach palm 
host-beneficial microbe 
interactions and, 479 
Pear 
iron in plant host-Erwinia 
interactions and, 324 
Pearl millet 
host-beneficial microbe 
interactions and, 479 
Peat 
biocontrol within context 
of soil microbial 
communities and, 427-40 
Pecan 
evolution of asexual fungi 
and, 216 
Pectinases 
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iron in plant host-Erwinia 
interactions and, 319-20, 
326 
pehA gene 
crown gall of grape and, 
57, 66-67, 71-72 
pel genes 
iron in plant host-Erwinia 
interactions and, 319-20 
Penicillium spp. 
biocontrol within context 
of soil microbial 
communities and, 430 
evolution of asexual fungi 
and, 206-7 
Pepper 
PCR genome analysis of 
bacteria and, 98 
PEPSCAN analysis 
tomato-Cladosporium 
fulvum interaction and, 
342 
Peridermium harknessi 
evolution of asexual fungi 
and, 210, 228 
Peronospora parasitica 
phytoalexins and, 296 
Pesticides 
history of research, 13 
PFAM alignment 
Caenorhabditis elegans 
genome and, 251, 254, 
262 
Pfister Hybrid Corn Company 
intellectual property 
protection and, 48 
Pg genes 
climate change and plant 
disease management, 405 
Phaeosphaeria spp. 
Septoria and Stagonospora 
spp. on small-grain 
cereals and, 267-71, 
274-76 
Phaseolus spp. 
phytoalexins and, 299 
Phellinus werii 
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melanins of 
phytopathogenic fungi 
and, 461 
Phenylalanine 
tomato-Cladosporium 
fulvum interaction and, 
341-42 
Phialophora spp. 
melanins of 
phytopathogenic fungi 
and, 447, 453, 457 
phl genes 
polyketides in 
Pseudomonas spp. and, 
184, 189 
Phloem 
crown gall of grape and, 69 
Phoma wasabiae 
Septoria and Stagonospora 
spp. on small-grain 
cereals and, 273 
Photochemical oxidants 
forest pathology and, 25 
Phylogenetic species concept 
evolution of asexual fungi 
and, 197, 204 
Phylogeny 
begomoviruses and, 375, 
381 
crown gall of grape and, 
56, 59, 74 
evolution of asexual fungi 
and, 200, 206, 229-31 
PCR genome analysis and, 
81-82, 87-89 
RNA viral 3’-untranslated 
regions and, 153 
Septoria and Stagonospora 
spp. on small-grain 
cereals and, 268, 272-73 
Physical genetic mapping 
Caenorhabditis elegans 
genome and, 258-60 
Phytoactin 
forest pathology and, 24 
Phytoalexins 
analysis of evidence, 


296-98 
biosynthesis, 288-90 
defense, 291-92 
distribution, 287-88 
elicitation/elicitors, 290-91 
field research, 298-99 
history of research, 286 
infection, 291—92 
introduction, 285-86 
localization studies, 

293-94 
Méller’s research, 286 
mutants, 295-96 
overview, 299-300 


parasite-specific resistance, 


292-93 

pathogen tolerance to 
phytoalexins and 
virulence, 294—95 

race-specific resistance, 
292-93 

structure, 287-88 

transgenic plants, 296 

Phytobacteria 

PCR genome analysis and 

AFLP analysis, 87-88 

anonymous DNA as 
amplification target, 
100 

AP-PCR/RAPD, 85 

applications of genetic 
diversity methods, 90-93 

ARDRA, 104-5 

bringing new PCR-based 
technique into laboratory, 
112-13 

bringing order to large and 
poorly characterized 
bacterial populations, 91 

classification potential of 
genomic fingerprinting 
protocols, 90-91 

computer-assisted pattern 
analysis, 89-90 

detection, 93-107 

diagnosis, 93-107 


diversity: assessment, 


85-93 

false negatives, 110 

false positives, 109-10 

genetic diversity, 90-93 

genomic fingerprinting, 
85-90, 93-99 

innovative protocols, 
107-9 

insufficient and excess 
sensitivity for pathogen 
detection, 110-11 

introduction, 81-84 

ITS-PCR, 103-4 

nonviable cell detection, 
112 

overview, 84-85, 113-14 

pathogenicity genes as 
targets, 99-100 

pathogen identification and 
detection via specific 
genes and sequences, 
99-101 

pathogen identification via 
genomic fingerprinting, 
93, 98-99 

PCR reaction inhibitors, 
111-12 

phylogenetic and 
taxonomic levels of 
resolution, facilities and 
reproducibility, 87-89 

plasmid DNA as target, 
100-1 

practical considerations, 
109-13 

rDNA-PCR, 101, 102-3 

16S rDNA-PCR, 105-6 

REP-PCR, 85-87 

ribosomal DNA-based 
PCR analysis, 101-6 

sample size, 112 

specific primers to detect 
genetically distinct 
pathogens that cause 
similar disease symptoms, 
107 

specific primers to detect 





multiple pathogens that 
cause different disease 
symptoms, 107-8 
specific primers to detect 
related pathogens on 
multiple hosts, 108-9 
tRNA-PCR, 106-7 
See also Bacteria 
Phytophthora spp. 
biocontrol within context 
of soil microbial 
communities and, 
427-28, 431, 436, 438 
climate change and plant 


disease management, 404, 


408, 410, 412 
evolution of asexual fungi 
and, 198, 208, 214 
history of research, 8 
phytoalexins and, 291, 294 
tomato-Cladosporium 
fulvum interaction and, 
344 
Phytotoxins 
polyketides in 
Pseudomonas spp. and, 
175, 178-83 
Pigmentation 
melanins of 
phytopathogenic fungi 
and, 447-63 
Pine 
climate change and plant 
disease management, 406 
evolution of asexual fungi 
and, 211, 216, 221, 228 
forest pathology and, 
23-25 
nematode community 
structure and, 140 
Pitch canker disease 
evolution of asexual fungi 
and, 216 
forest pathology and, 24 
pksI mutant 
melanins of 
phytopathogenic fungi 
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and, 451 
Plantations 
nematode community 
structure and, 140 
Plant parasite index 
nematode community 
structure and, 143 
Plant patents 
intellectual property 
protection and, 33-35 
Plant-pathogen interactions 
climate change and plant 
disease management, 
399-19 
phytoalexins and, 290 
tomato-Cladosporium 
fulvum interaction and, 
335-60 
Plant transformation 
technology 
intellectual property 
protection and, 4446 
Plant variety protection 
(PVP) certificate 
intellectual property 
protection and, 
38-39, 46 
Plant Variety Protection Act 
(PVPA) 
intellectual property 
protection and, 35-36 
Planted stands 
forest pathology and, 19 
Plasmids 
crown gall of grape and, 
53-74 
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